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Query = bovine leptin cDNA 
Sbjct = human leptin cDNA 
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Query : 1 AGGCCGTGCCTATCCAGAAAGTCCAGGATGACACCAAAACCCTCATCAAGACAATTGTCA 60 

Sbjct: 59 AAGCAGTGCCTATCCAGAAAGTCCAGGATGACACCAAAACCCTCATCAAGACCATTGTCA 118 
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Oitry: 207 CTGCCTTCCAGAAATGTGGTCCAAATATCCAA 266 

S |cts 1996 CTGCCTTCCCAAAATGTGCTGCAGAT^ 2055 

oUry: 267 CACCTGCTGGCCGCCTCCAAGAGCTGCCCCTTGCCGCAGGTCAGGGCCCTGGAGAGCTTG 326 
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Sfajct: 2056 CATCTGCTGGCCTTCTCCAAGAGCTGCTCCCTGCCTCAGACCAGTGGCCTGGAGAAGCCA 2115 

Query: 327 GAGAGCTTGGGTGTCGTCCTGGAA^ 386 

Sbjct: 2116 GAGAGCCTGGATGGCGTCCT^ 2175 
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Sbjct: 2176 AGGCTGCAGGGCTCTCTGCAGGACATTCTTCAACAGTTGGATGTTAGCCCTGAATGCTG 2234 
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bovine leptin cDNA 
murine leptin cDNA 
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Clconl = predicted bovine leptin amino acid sequence 
Ob Hum = human leptin amino acid sequence 
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Ob_Mou DFIPGLHPILSLSKMDQTLAVYQQVLTSLPSQNVLQIANDLENLRDLLHLLAFSKSCSLP 
70 80 90 100 110 120 

100 110 120 130 140 
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130 140 150 160 
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= predicted bovine leptin amino acid sequence 
- murine leptin amino acid sequence 
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1 VPI^KVQDDTKTLIKTIVTRINDISHTQSV 3 0 



FIGURE 5 A 



Query. 1 VPI QKVQDDTKTLI KT I VTR IND I SHTQS V 30 
Sbjct: 22 VP I QKVQDDTKTL I KT I VTR INDI SHTQS V 51 



Query = actual bovine leptin amino acid sequence 
Sbjct = human leptin amino acid sequence 
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FIGURE 5B 

Query: 1 VP I QKVQDDTKTL I KT I VTR I ND I SHTQS.V 30 

Sbjct: 22 VP I QKVQDDTKTL IKTIVTRINDISHTQSV 51 



Query = actual bovine leptin amino acid sequence 
Sbjct = murine leptin amino acid sequence 
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FIG. 12B 
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